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^ dees Hot Comply 
Coffectecl Oiskatte Needed 

RAW SEQUENCE LISTING DATE: 12/04/2002 

PATENT APPLICATION: US/09/856 , 617A TIME: 13:50:11 

Input Set : A:\SEQUENCE LISTING.txt 
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3 <110> APPLICANT: KYOWA HAKKO KOGYO CO., LTD., 
5 <120> TITLE OF INVENTION: NOVEL POLYPEPTIDE 
7 <130> FILE REFERENCE: 766.52 N 
9 <140> CURRENT APPLICATION NUMBER: US 09/856, 617A 
10 <141> CURRENT FILING DATE: 2001-05-24 

12 <150> PRIOR APPLICATION NUMBER; HlO-332484 

13 <151> PRIOR FILING DATE: 1998-11-24 

15 <150> PRIOR APPLICATION NUMBER: Hll-248442 

16 <151> PRIOR FILING DATE: 1999-09-02 

18 <160> NUMBER OF SEQ ID NOS : 18 

19 <170> SOFTWARE: Patentin Ver . 2.0 



PCT09 

i 



ERRORED SEQUENCES 



372 


<210> SEQ ID NO: 


2 


























373 


<211> LENGTH: 4200 


























374 


<212> TYPE: 


DNA 




























375 


<213> ORGANISM: 


Mouse 
























377 


<220> FEATURE: 




























378 


<221> NAME/KEY: 


CDS 


























379 


<222> LOCATION: 


(107) . . 


(4045) 




















381 


<4 00> SEQUENCE: 


2 


























382 


ggcctgggcg 


geggeaeate etaaggtage ggetgcctga 


ggtgaeaget 


gecegtggat 


60 


384 


tcgggccccg 


gaacgagceg egctggeggc ggcggcggta 


geegeg 


atg 


atg gag 


115 


385 


























Met 


Met Glu 




386 




























1 








388 


ate 


cag 


atg 


gae 


gag 


gga 


gga 


ggt 


gtg 


gtg 


gtg 


tac 


caa 


gac 


gac 


tac 


163 


389 


He 


Gin 


Met 


Asp 


Glu 


Gly 


Gly 


Gly 


Val 


Val 


Val 


Tyr 


Gin 


Asp 


Asp 


Tyr 




390 




5 










10 










15 












392 


tgc 


teg 


ggc 


teg 


gte 


atg 


teg 


gag 


egt 


gtg 


teg 


ggc 


etg 


gcg 


ggc 


tec 


211 


393 


Cys 


Ser 


Gly 


Ser 


Val 


Met 


Ser 


Glu 


Arg 


Val 


Ser 


Gly 


Leu 


Ala 


Gly 


Ser 




394 


20 










25 










30 










35 




396 


ate 


tac 


cgc 


gag 


ttc 


gag 


cgc 


cte 


att 


cae 


tge 


tat 


gac 


gag 


gag 


gtg 


259 


397 


lie 


Tyr 


Arg 


Glu 


Phe 


Glu 


Arg 


Leu 


He 


His 


Cys 


Tyr 


Asp 


Glu 


Glu 


Val 




398 










40 










45 










50 






400 


gte 


aag 


gag 


cte 


atg 


eeg 


ctg 


gtg 


gtg 


aae 


gtg 


ctg 


gag 


aae 


ctt 


gac 


307 


401 


Val 


Lys 


Glu 


Leu 


Met 


Pro 


Leu 


Val 


Val 


Asn 


Val 


Leu 


Glu 


Asn 


Leu 


Asp 




402 








55 










60 










65 








404 


teg 


gtg 


ctg 


age 


gag 


aae 


cag 


gag 


cac 


gag 


gtg 


gag 


ctg 


gag 


etc 


eta 


355 


405 


Ser 


Val 


Leu 


Ser 


Glu 


Asn 


Gin 


Glu 


His 


Glu 


Val 


Glu 


Leu 


Glu 


Leu 


Leu 




406 






70 










75 










80 










408 


cgc 


gag 


gac 


aac 


gag 


cag 


etg 


etc 


acg 


caa 


tac 


gag 


ege 


gag 


aag 


gcg 


403 
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670 
672 
673 
674 
676 
677 
678 
680 
681 
682 
684 
685 
686 
688 
689 
690 
692 
693 
694 
696 
697 
698 
700 
701 
702 
704 
705 
706 
708 
709 
710 
E~> 712 
713 
714 

E~> 716 
E~> 718 

720 

2035 

2036 

2037 

2038 

2040 

2041 

2042 

2044 

2045 

2046 

2047 

2049 



1125 1130 1135 

ggc aat ggg gtt gtc ate tec ate ccc ttg act gag act gtg gtc ctg 3571 
Gly Asn Gly Val Val lie Ser lie Pro Leu Thr Glu Thr Val Val Leu 
1140 1145 1150 1155 

cat ega ggc cag etc eta ggg etc cga gee aac aag aca tec cca aca 3619 
His Arg Gly Gin Leu Leu Gly Leu Arg Ala Asn Lys Thr Ser Pro Thr 

1160 1165 1170 

tet ggg gag ggg acc cgc eea ggg ggc ate ate cat gtg tat ggg gae 3667 
Ser Gly Glu Gly Thr Arg Pro Gly Gly lie lie His Val Tyr Gly Asp 

1175 1180 1185 

gae age agt gae aag gee gee agt agt tte ate ccc tac tge tec atg 3715 
Asp Ser Ser Asp Lys Ala Ala Ser Ser Phe lie Pro Tyr Cys Ser Met 

1190 1195 1200 

gca eag get eag ctt tgc tte cat ggg cae egt gat get gte aaa tte 3763 
Ala Gin Ala Gin Leu Cys Phe His Gly His Arg Asp Ala Val Lys Phe 

1205 1210 1215 

ttt gte tet gtg eea gga aat gtg ctg gee act etc aat ggc agt gtg 3811 
Phe Val Ser Val Pro Gly Asn Val Leu Ala Thr Leu Asn Gly Ser Val 
1220 1225 1230 1235 

eta gae age eea tea gag ggc ect ggg cet get gea ccc get gca gat 3859 
Leu Asp Ser Pro Ser Glu Gly Pro Gly Pro Ala Ala Pro Ala Ala Asp 

1240 1245 1250 

get gag ggc cag aag ttg aag aat gca ctg gtg ctg agt ggt ggt gaa 3907 
Ala Glu Gly Gin Lys Leu Lys Asn Ala Leu Val Leu Ser Gly Gly Glu 

1255 '1260 1265 

ggt tae att gae tte egt ate gga gae gga gag gat gat gaa act gag 3955 
Gly Tyr lie Asp Phe Arg lie Gly Asp Gly Glu Asp Asp Glu Thr Glu 

1270 1275 1280 

gaa tgt gee ggg gae gtg aac cag aca aag ccc teg ttg tec aag get 4003 
Glu Cys Ala Gly Asp Val Asn Gin Thr Lys Pro Ser Leu Ser Lys Ala 

1285 1290 1295 

gag cgc age cac ate ate gtg tgg cag gtg tec tae ace cet gag 
Glu Arg Ser His lie lie Val Trp Gin Val Ser Tyr Thr Pro Glu 
1300 1305 1310 

tgagaccctg teetacetga tgecaaetgt acataggacc etacctgect gcetccccge 4102^ 
ctgttccctg gggcagccag gttegteeat ceccttttaa cctcteaaet tgeagctttt 4162 ^ 

gectgaggtc cagcccctag ctgttagaga gg 4200 
<210> SEQ ID NO: 8 
LENGTH: 14 69 
TYPE: DNA 
ORGANISM: Mouse 



^4043^ 



<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<400> 



FEATURE : 
NAME /KEY 
LOCATION 
SEQUENCE 



CDS 
(7) . 



(1458) 



aagaag atg get gcg ggt ggt aae agg gae ggt gag aag ege ggc teg aga 51 
Met Ala Ala Gly Gly Asn Arg Asp Gly Glu Lys Arg Gly Ser Arg 
15 10 15 

age eag geg gae tet ggc tte ctg ggg ctg egg ecg ace teg gtg gat 99 
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PATENT APPLICATION: US/09/856 , 617A TIME : 13 : 50 : 11 

Input Set : A:\SEQUENCE LISTING.txt 

Output Set: N:\CRF4\12032002\l856617A.raw S^.^ 



2115 








275 










280 










285 








2117 




acc 


cag 


ydy 


tee 


y cy 


ttt 


L-y y 




3 1 n 
d I- y 


tgt 


gag 


y y 


ct g 


t_ y 


gay 


915 


2118 


Ala 


Thr 


Gin 


Glu 


Ser 


Val 


Phe 


Arg 


Glu 


Met 


Cys 


Glu 


Gly 


Leu 


Leu 


Glu 




2119 






290 










295 










300 












(T a 




y d L. 


yy L 


gag 


y ct L. 




L. 


ydy 


y L^d 


ggc 


cgt 


r% 
y 


y y y 


ea g 


cea 




2122 


Glu 


Ser 


Asp 


Gly 


Glu 


Asp 


Glu 


His 


Glu 


Ala 


Gly Arg 


Ala 


Gly 


Gin 


Pro 




Z. J- ^ ^ 




J u ^ 










^ X \J 










"^1 

J X o 












X ^ 


gay 


y L 


yy L 


y d u 






^ c 


ydy 


^t 


L. L-d 


eee 


r3 -t- 

ae L. 


yy L 


y c 


y v_ L- 


ggt 


1 n 1 1 

X U -L J. 


2126 


Glu 


Ala 


Gly 


Asp 


Gly 


Thr 


Thr 


Glu 


He 


Ser 


irxO 


T Vi V 

1 nr 


Gly 


Ala 


Ala 


PI \7 




^ X^ 1 


z u 










"^9 R 
J z o 










T T n 














91 9 Q 


cct 


gag 


aag 


agg 


d L y 


gag 


aag 


aag 


aeg 


gag 


cag 


cag 


egg 


egg 


egg 


gag 


1 n R Q 
X u o y 


91 '^n 

^ -L J U 


IT X 


\3 X Li 


Lys 


A "r rr 


L Jtl L 


O _L Li 


Lys 


Lys 


1 iiX 


yjx Li. 


Pin 

oxn 


Pin 
oxn 


r\X y 


A "T rr 
y 


A "T rr 
rti y 


PI n 
O X u 




91 '^1 

XO X 










"^A n 










'^A ^ 
OHO 










o o u 






91 "^"^ 


a.3a 


get 


get 


cgc 


aag 


ct g 


egg 


gtg 


cag 


cag 


get 


gea 


ctg 


^gg 


gea 


gee 


1 1 m 
X X u / 


91 "^A 
Z X O fl 


Lys 


riX c4 


i-iXd 


/t.x y 


Lys 


Leu 


r\X y 


V dX 


Pin 


LaXIl 


A±a 


7\ 1 r3 

AX a 


Leu 


r\X y 


Al 

/iXd 


Ala 

M.xa 




0 1 "5 
Z 1 OD 








'5 c. 










O D u 










"5 

ODD 








9 1 '^'7 
Z.XO f 


egg 




cag 


cac 


caa 


gaa 


cr I, 


■1- 

L UC 


sgg 


ctg 


cgt 


ggg 


at,c 


aag 


gcc 


cag 


X X DO 


91 

Z X o o 




Leu 


C^ n 
oXil 


rlX o 


kjX 1 1 


1 n 
VjiX u 


Leu 




/-ix y 


Leu 


Arg 


\jxy 


T 1 
X X 


Lys 


Ala 
r\X d 


Pi n 

oxn 




91 "^Q 
















"^7 R 










o o u 










Z i ^ 1 


gtg 


gcc 


ega 


agg 


et g 


gea 


gaa 


ctg 


gea 


cgc 


egg 


agg 


gag 


cag 


egg 


cgc 


T o n '5 
XzUD 


914 9 

Z ± Z 


Val 


Ala 


7\ r~ rr 

r\x g 


7\ y r~\ 

t\L y 


Leu 


r\.± d 


oXU 


Leu 


Ala 
i-iXd 


MX y 


7\ -v-z-^r 

/-vry 


Arg 


Pi n 
oX U 


Pin 

uxn 


A T~ rr 

/-irg 


rir g 




Z 1 4t O 




385 










J y u 










"5 Q c; 

o y o 












Z 1 ^ D 


ata 


egg 


ega 


et g 


gea 


gag 


get 


gae 


aag 


cec 


ega 


agg 


ctg 


gg^ 


egg 


etc 


X Z D X 


9 1 4 
Z X D 


He 


Arg 


r\X y 


Leu 


rtx d 


X Q 


A 1 ^ 

r\X d 




Lys 


irx U 


Arg 


Arg 


Leu 


PI \7 

ox y 


A -m 
z-iX y 


Leu 




Z X / 


400 










^ U O 










4 lU 










4 1 R 

^ X o 




9 1 ^ Q 
Z X fJ y 


aag 


tac 


cag 


get 


cct 


gae 


a -1- -h 

ar u 


ya L 


gtg 


cag 


etc 


age 


UC L 


gag 


■t- -t- /-T 

ttg 


rcr 


1 9 Q Q 

X z y y 


91 SO 
^ X J u 


Lys 


Tyr 


r;i n 


A 1 PI 

r\X CL 


IT J_ 




He 


Asp 


Val 


Gin 


Leu 


O y-v 

ber 




PI n 

J. Ui 


-Lit; u 


o t; J. 




91 m 

Z X O X 










4 9 0 
Z U 










425 
















9 1 R 
Z X 3 J 


ggc 


tea 


etc 


agg 


aca 


ctg 


aag 


cea 


gaa 


ggt 


cac 


att 


etc 


ega 


gae 


agg 


1^/17 


91 

Z X O fi 


Gly Ser 


Leu 


Arg 


j. nr 


Leu 


Lys 


Pro 


Glu 


Gly 


His 


He 


Leu 


7\ -y- /-r 

H.ry 


7\ CT^ 


Arg 




9 1 c; R 
Z X O 0 








435 










440 










/I zl R 
41 D 








9 1^7 
Z X O / 


ttc 


aag 


age 


ttc 


cag 


aag 


aga 


aat 


atg 


att 


gag 


eee 


ega 


gaa 


ega 


gcc 


1 ^ Q 
X D y D 


91 Rfi 
Z X o o 


Phe 


Lys 


Ser 


Phe 


Gin 


Lys 


Arg 


Asn 


Met 


He 


Glu 


Pro 


t\x y 


PI n 
oX U 


A v-rr 

/-i.x y 


Ala 
riXd 




91 

Z. J. ^ 17 






450 










455 










*i U U 










91 (^1 

Z. J. t) X 


aag 


ttc 


aag 


cgc 


aaa 


tac 


aaa 


gtg 


aag 


ctg 


gtg 


gag 


aag 


egg 


gcc 


■h a 


XH O 


91 (^9 
Z X o z 


Lys 


Phe 


Lys 


Arg 


Lys 


Tyr 


Lys 


Val 


Lys 


Leu 


Val 


Glu 


Xiy is 


/"iX y 


A1 ^ 
J-iX d 


iyr 




2163 




465 










470 










475 












Ci — > ^loo 


cgt gag 


att 


cag 


ttg 


tag 


ctgtgcagat g 














\1 A 


2166 


Arg 


Glu 


He 


Gin 


Leu 


























E~> 2167 


480 


































2170 


<210> SEQ ID NO: 


; 9 


























2171 


<211> LENGTH: 1305 


























2172 


<212> TYPE: 


PRT 




























2173 


<213> ORGANISM: 


Mouse 
























2175 


<4 00> SEQUENCE: 


9 


























2176 


Met 


Met 


Glu 


He 


Gin 


Met 


Asp 


Glu 


Gly 


Gly 


Gly Val 


Val 


Val 


Tyr 


Gin 




2177 


1 








5 










10 










15 






2179 


Asp Asp 


Tyr 


Cys 


Ser 


Gly 


Ser 


Val 


Met 


Ser 


Glu 


Arg 


Val 


Ser 


Gly 


Leu 




2180 








20 










25 










30 
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9 ^9 Q 

^ O ^ -7 


Leu 


Val 


oxy 




ai PI 

r\±. ct 


Thr- 


rlX y 




Zi c: ri 


V d X 


IT X O 


7\ -yrf 

riX y 


O C -L 


A Qn 

rt,0 1 1 




O C -L 




Z J J u 








P 9n 
o z u 










ft 9 R 

o z o 










ft 








Z J O Z 


Ser Arg 


oxy 


/^sp 


X nr 


rx U 


vax 


Leu 


riSp 


Lys 


ox y 


n n 
oxn 


ox y 




V ciX 


r\xa 




Z J J O 






O JO 










ft 4 n 

O 1 u 










ft 4 R 

O 4 O 










9 ^ 


1 nr 


1 nr 


AX a 


Asn 


(jiy 


Lys 


vax 


Asn 


irro 


oer 


bxn 


Ser 


1 nr 


Pin 
oXU 


Glu 


Ala 




Z O O D 




Q c: n 
o OU 










ft s s 
o o o 










ft 














i nr 


blU 


Axa 


i nr 


vjIU 


vai 


Pro 


Asp 


Pro 


bxy 


Pro 


oer 


bXU 


oer 


Glu 


Ala 




O T ^ Q 

z Joy 


OCR 

o bb 










Q T n 
o / u 










Q 7 c; 










880 




2341 


i nr 


i nr 


vax 


Arg 


Pro 


biy 


Pro 


Leu 


i nr 


Pin 

UlU 


niS 


vax 


rne 


1 nr 


Asp 


Pro 




z o4 Z 










Q Q c; 

O O 0 










o y u 










895 






z o4 4 


Ala 


Pro 


Thr 


Pro 


Ser 


Ser 


Ser 


i nr 


bin 


Pro 


Ala 


Ser 


blU 


Asn 


Gly 


Ser 




Z04 O 








y uu 










y uo 










y X u 








zo4 / 


Glu 


Ser 


Asn 


valy 


i nr 


lie 


Val 


Gin 


Pro 


bin 


V ai 


Glu 


Pro 


Ser 


Gly 


Glu 




O T /I Q 

z J4 o 






y xo 










920 










925 










o o c n 
z JoU 


Leu 


Ser 


rp u, 

I nr 


Tnr 


Thr 


ber 


Ser 


Ala 


Ala 


Pro 


Thr 


Met 


Trp 


Leu 


Gly Ala 




9 ^ R 1 
Z J D 1 




930 










935 










940 












o o c; o 


Gin 


Asn 


bly 


Trp 


Leu 


Tyr 


Val 


His 


Ser 


Ala 


Val 


Ala 


Asn 


Trp 


Lys 


Lys 


O '3 c: yi 
Z JD4 


945 










950 










955 










960 




o o c 
z3b D 


Cys 


Leu 


His 


Ser 


He 


Lys 


Leu 


Lys 


Asp 


Ser 


Val 


Leu 


Ser 


Leu 


Val 


His 


■Cq T C T 

v,Z Jo / 

■ z J b y 










965 










970 










975 




Val 


Lys 


Gly 


Arg 


Val 


Leu 


Val 


Ala 


Leu 


Ala 


Asp 


Gly 


Thr 


Leu 


Ala 


He 




o o n 
Z JdU 








980 










985 










990 








o o o 
z Jbz 


Phe 


His 


Arg 


Gly 


Glu 


Asp 


Gly 


Gin 


Trp 


Asp 


Leu 


Ser 


Asn 


Tyr 


His 


Leu 


O O *C Q 

z Jb J 






995 








1000 








1005 










o o c 

Z Job 


Met 


Asp 


Leu 


Gly 


His 


Pro 


His 


His 


Ser 


He 


Arg 


Cys 


Met 


Ala 


Val 


Val 




z jdd 


1010 










1015 








1020 














Asn 


Asp 


Arg 


Val 


Trp 


Cys 


Gly 


Tyr 


Lys 


Asn 


Lys 


Val 


His 


Val 


He 


Gin 


Cj > 


23ff9 


1025 








1030 








1035 








1040 




2371 


Pro 


Lys 


Thr 


Met 


Gin 


He 


Glu 


Lys 


Ser 


Phe 


Asp Ala 


His 


Pro 


Arg 


Arg 




2372 








1045 








1050 








1055 






2374 


Glu 


Ser 


Gin 


Val 


Arg 


Gin 


Leu 


Ala 


Trp 


He 


Gly Asp 


Gly 


Val 


Trp 


Val 




2375 








1060 






1065 








1070 








2377 


Ser 


He 


Arg 


Leu 


Asp 


Ser 


Thr 


Leu 


Arg 


Leu 


Tyr 


His 


Ala 


His 


Thr 


His 




2378 




1075 








1080 








1085 










2380 


Gin 


His 


Leu 


Gin 


Asp 


Val 


Asp 


He 


Glu 


Pro 


Tyr 


Val 


Ser 


Lys 


Met 


Leu 




2381 


1090 








1095 








1100 












2383 


Gly 


Thr 


Gly 


Lys 


Leu 


Gly 


Phe 


Ser 


Phe 


Val 


Arg 


He 


Thr 


Ala 


Leu 


Leu 


E — > 


2384 105 








1110 








1115 








1120 




2386 


He 


Ala 


Gly 


Asn 


Arg 


Leu 


Trp 


Val 


Gly 


Thr 


Gly Asn 


Gly 


Val 


Val 


He 




2387 








1125 








1130 








1135 






2389 


Ser 


He 


Pro 


Leu 


Thr 


Glu 


Thr 


Val 


Val 


Leu 


His 


Arg 


Gly 


Gin 


Leu 


Leu 




2390 








1140 






1145 








1150 








2392 


Gly Leu 


Arg 


Ala 


Asn 


Lys 


Thr 


Ser 


Pro 


Thr 


Ser 


Gly Glu 


Gly 


Thr 


Arg 




2393 




1155 








1160 








1165 










2395 


Pro 


Gly 


Gly 


He 


He 


His 


Val 


Tyr 


Gly Asp Asp 


Ser 


Ser 


Asp 


Lys 


Ala 




2396 


1170 








1175 








1180 












2398 


Ala 


Ser 


Ser 


Phe 


He 


Pro 


Tyr 


Cys 


Ser 


Met 


Ala 


Gin 


Ala 


Gin 


Leu 


Cys 


E— > 


2399 \)185 








1190 








1195 








1200 




2401 


Phe 


His 


Gly 


His 


Arg Asp Ala 


Val 


Lys 


Phe 


Phe 


Val 


Ser 


Val 


Pro 


Gly 
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2402 








1205 










1210 








1215 




2404 


Asn 


Val 


Leu 


Ala 


Thr 


Leu 


Asn 


Gly 


Ser 


Val 


Leu 


Asp 


Ser 


Pro 


Ser 


Glu 


2405 








1220 








1225 








1230 






2407 


Gly 


Pro 


Gly 


Pro 


Ala 


Ala 


Pro 


Ala 


Ala 


Asp 


Ala 


Glu 


Gly 


Gin 


Lys 


Leu 


2408 




1235 








1240 








1245 








2410 


Lys 


Asn 


Ala 


Leu 


Val 


Leu 


Ser 


(oiy 


Gly Glu 


Gly 


Tyr 


T 1 

lie 


Asp 


Phe 


Arg 


2411 


1250 








1255 








1260 










2413 


He 


Gly Asp 


Gly 


Glu 


Asp 


Asp 


Pin 

blu 


Thr 


Glu 


Glu 


Cys 


7\ 1 -1 

Ala 


Gly Asp Val 


E— > 2414^265 








1270 








1275 








1280 


z4 1 0 


Asn 


Gin 


Thr 


Lys 


Pro 


Ser 


Leu 


ber 


Lys 


Ala 


Glu 


Arg 


Ser 


His 


He 


He 


OATH 








1285 








1290 










1295 




z4 1 y 


Val 


Trp 


Gin 


Val 


Ser 


Tyr 


i nr 


Pro 


Glu 
























1300 








1 o n c 


















<210> SEQ ID NO 


: 10 
























O A O A 

ZhZh 


<211> LENGTH: 1314 
























O /I o c 

24 z b 


<212> TYPE: 


PRT 


























z 4 Z D 


<213> ORGANISM: 


Mouse 






















z42b 


<400> SEQUENCE: 


1 U 
























ZhZ)3 


Met. 


Met 


blU 


lie 


Pin 
oin 


lYie u 


Asp 


Pin 


biy 


P 1 ^ r 

biy 


Gly 


val 


val 


Val 


Tyr 


Gin 


z4 


1 








c 
D 










1 U 










15 




Zh z>Z 


Asp 


Asp 


Tyr 


Cys 


Ser 


Gly 


Ser 


V ai 


Ner 


ber 


blU 


Arg 


val 


Ser 


bly 


Leu 


Z4 oj5 








20 










Z O 
















Zh. oO 


Ala 


Gly 


Ser 


He 


Tyr 


Arg 


Pin 


rne 


blU 


Arg 


Leu 


T 1 

lie 


His 


Cys 


Tyr 


Asp 


Z 4 J> o 






35 










A f\ 

4i u 










A t 








z 4t o o 


Glu 


Glu 


Val 


Val 


Lys 


Glu 


Leu 


Fjer. 


Pro 


Leu 


Val 


vai 


Asn 


Val 


Leu 


Glu 


z, 4 o y 




50 










3 D 










bU 










9/1/11 
Z ^1 JL 


Asn 


Leu 


Asp 


Ser 


Val 


Leu 


oer 


Pin 

o±U 


Asn 


Gin 


1 n 

blU 


nlS 


Pin 

blU 


Val 


blU 


Leu 


O A AO 
Zh^ Z 


65 










70 










f D 










O U 


2444 


Glu 


Leu 


Leu 


Arg 


Glu 


Asp 


2\ C- -Ti 

Moll 


Pin 

olU 


Gin 


Leu 


Leu 


1 nr 


P 1 T-l 

bin 


Tyr 


Glu 


Arg 


2445 










85 










90 










95 




2447 


Glu 


Lys 


Ala 


Leu 


Arg 


Lys 


Gin 




Glu 


Glu 


Lys 


Phe 


T 1 o 

-L re 


Glu 


Phe 


Glu 


2448 








100 










105 










110 






2450 


Asp 


Ala 


Leu 


Glu 


Gin 


Glu 


Lys 


Lys 


Glu 


Leu 


Gin 


He 


Gin 


Val 


Glu 


His 


2451 






115 










120 










125 








2453 


Tyr 


Glu 


Phe 


Gin 


Thr 


Arg 


Gin 


Leu 


Glu 


Leu 


Lys 


Ala 


Lys 


Asn 


Tyr 


Ala 


2454 




130 










135 










140 










2456 


Asp 


Gin 


He 


Ser 


Arg 


Leu 


Glu 


Glu 


Arg 


Glu 


Ser 


Glu 


Met 


Lys 


Lys 


Glu 


2457 


145 










150 










155 










160 


2459 


Tyr 


Asn 


Ala 


Leu 


His 


Gin 


Arg 


His 


Thr 


Glu 


Met 


He 


Gin 


Thr 


Tyr 


Val 


2460 










165 










170' 










175 




2462 


Glu 


His 


He 


Glu 


Arg 


Ser 


Lys 


Met 


Gin 


Gin 


Val 


Gly 


Gly 


Ser 


Gly 


Gin 


2463 








180 










185 










190 






2465 


Thr 


Glu 


Ser 


Ser 


Leu 


Pro 


Gly 


Arg 


Ser 


Pro 


Arg 


Gin 


Ser 


Trp 


Arg 


Lys 


2466 






195 










200 










205 








2468 


Ser 


Arg 


Lys 


Glu 


Arg 


Pro 


Thr 


Ser 


Leu 


Asn 


Val 


Phe 


Pro 


Leu 


Ala 


Asp 


2469 




210 










215 










220 










2471 


Gly 


Met 


Cys 


Pro 


Asn 


Asp 


Glu 


Met 


Ser 


Glu 


Ser 


Gly 


Gin 


Ser 


Ser 


Ala 


2472 


225 










230 










235 










240 


2474 


Ala 


Ala 


Thr 


Pro 


Ser 


Thr 


Thr 


Gly 


Thr 


Lys 


Ser 


Asn 


Thr 


Pro 


Thr 


Ser 
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E — > 


2622 


1025 


1030 








1035 








1040 




2 624 


Tyr Lys Asn 


Lys Val 


His 


Val 


He 


Gin 


Pro 


Lys 


Thr 


Met 


Gin 


He 


Glu 




2625 




1045 








1050 








1055 






2627 


Lys Ser Phe 


Asp Ala 


His 


Pro 


Arg 


Arg 


Glu 


Ser 


Gin 


Val 


Arg 


Gin 


Leu 




2628 




1060 








1065 










T A "T Pi 
lU /U 








2630 


Ala Trp lie 


Gly Asp 


Gly Val 


Trp 


Val 


Ser 


He 


Arg 


Leu 


Asp 


Ser 


Thr 




2631 


1075 






1080 








1085 










2633 


Leu Arg Leu 


Tyr His 


Ala 


His 


Thr 


His 


Gin 


His 


Leu 


Gin 


Asp 


Val 


Asp 




2634 


1090 




1095 








1100 












2636 


lie Glu Pro 


Tyr Val 


Ser 


Lys 


Met 


Leu 


Gly 


Thr 


Gly 


Lys 


Leu 


Gly 


Phe 


E — > 


2637 


|105 


1110 








1115 








1120 




2639 


Ser Phe Val 


Arg lie 


Thr 


Ala 


Leu 


Leu 


He 


Ala 


Gly 


Asn 


Arg 


Leu 


Trp 




2640 




1125 








1130 










1135 






2642 


Val Gly Thr 


Gly Asn 


Gly Val 


Val 


He 


Ser 


He 


Pro 


Leu 


Thr 


Glu 


Thr 




2643 




1140 








1145 










1150 








2645 


Val Val Leu 


His Arg 


Gly 


Gin 


Leu 


Leu 


Gly 


Leu 


Arg 


Ala 


Asn 


Lys 


Thr 




2646 


1155 








1160 








1165 










2648 


Ser Pro Thr 


Ser Gly 


Glu 


Gly 


Thr 


Arg 


Pro 


Gly 


Gly 


He 


He 


His 


Val 




264 9 


1170 




1175 








1180 












2651 


Tyr Gly Asp 


Asp Ser 


Ser 


Asp 


Lys 


Ala 


Ala 


Ser 


Ser 


Phe 


He 


Pro 


Tyr 


E — > 


2652 


1185 


1190 








1195 








1200 




2654 


Cys Ser Met 


Ala Gin 


Ala 


Gin 


Leu 


Cys 


Phe 


His 


Gly 


His 


Arg 


Asp 


Ala 




2655 




1205 








1210 










1215 






2657 


Val Lys Phe 


Phe Val 


Ser 


Val 


Pro 


Gly Asn 


Val 


Leu 


Ala 


Thr 


Leu 


Asn 




2658 




1220 








1225 










1230 








2660 


Gly Ser Val 


Leu Asp 


Ser 


Pro 


Ser 


Glu 


Gly 


Pro 


Gly 


Pro 


Ala 


Ala 


Pro 




2661 


1235 








1240 








1245 










2663 


Ala Ala Asp 


Ala Glu 


Gly 


Gin 


Lys 


Leu 


Lys 


Asn 


Ala 


Leu 


Val 


Leu 


Ser 




2664 


1250 




1255 








1260 












2666 


Gly Gly Glu 


Gly Tyr 


He 


Asp 


Phe 


Arg 


He 


Gly Asp 


Gly 


Glu 


Asp 


Asp 


E — > 


2667 


^265 


1270 








1275 








1280 




2669 


Glu Thr Glu 


Glu Cys 


Ala 


Gly 


Asp 


Val 


Asn 


Gin 


Thr 


Lys 


Pro 


Ser 


Leu 




2670 




1285 








1290 








1295 






2672 


Ser Lys Ala 


Glu Arg 


Ser 


His 


He 


He 


Val 


Trp 


Gin 


Val 


Ser 


Tyr 


Thr 








1300 








1305 










1310 








2675 


Pro Glu 




























267 9 


<210> SEQ ID NO: 11 


























2680 


<211> LENGTH: 1337 


























2681 


<212> TYPE: 


PRT 


























2682 


<213> ORGANISM: Mouse 
























2684 


<4 00> SEQUENCE: 11 


























2685 


Met Met Glu 


He Gin 


Met 


Asp 


Glu 


Gly 


Gly 


Gly Val 


Val 


Val 


Tyr 


Gin 




2686 


1 


5 










10 










15 






2688 


Asp Asp Tyr 


Cys Ser 


Gly 


Ser 


Val 


Met 


Ser 


Glu 


Arg 


Val 


Se.r 


Gly 


Leu 




2689 




20 








25 










30 








2691 


Ala Gly Ser 


He Tyr 


Arg 


Glu 


Phe 


Glu 


Arg 


Leu 


He 


His 


Cys 


Tyr 


Asp 




2692 


35 








40 










45 










2694 


Glu Glu Val 


Val Lys 


Glu 


Leu 


Met 


Pro 


Leu 


Val 


Val 


Asn 


Val 


Leu 


Glu 




2695 


50 






55 










60 
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9 P 4 4 


Leu 


V 


o± y 


L^ys 


Hxa 


1 nr 


Arg 


Cys 


Asn 


vax 


Pro 


Arg 


Ser 


Asn 


Cys 


C i=i V 

ber 




Z O o 




ft 

0 O U 










ft 

O o o 










o dU 












^ O / 


C £a -K- 


Ar g 


o± y 


Asp 


J. nr 


Pro 


V ax 


Leu 


Asp 


Lys 


bxy 


bin 


biy 


Asp 


val 


Ala 




9 Zl P 
Z O 'J o 


ft ^ 

0 D J 










ft "7 n 
0 / u 










Q *7 R 

O / o 










880 






1 nr 


i nr 


t\i. a 


Asn 


biy 


Lys 


V ax 


Asn 


Pro 


C r>i 1" 

ber 


bin 


Ser 


inr 


blU 


Glu 


Ala 




9ft 

Z O J ± 










ft ft 
o 0 o 










ft on 
0 u 










895 






O Q T 
z cS D J 


1 nr 


bJ-U 


Ala 


m V- 

1 nr 


blU 


val 


Pro 


Asp 


Pro 


bly 


Pro 


Ser 


Glu 


Ser 


Glu 


Ala 




o Q yi 

Z O 3 4i 








Q n n 
y uu 










Q n c: 
y UO 










y lu 








O Q 

Z ODD 


i nr 


i nr 


val 


Arg 


Pro 


biy 


Pro 


Leu 


Thr 


Glu 


His 


Val 


Phe 


Thr 


Asp 


Pro 




o Q c; T 
zoo / 






die: 
y iO 










920 










925 










o o c n 


Ala 


Pro 


Thr 


Pro 


Ser 


Ser 


Ser 


Thr 


Gin 


Pro 


Ala 


Ser 


Glu 


Asn 


Gly 


Ser 




Z 0 uU 




930 










935 










940 












o o ^ o 
ZO DZ 


Glu 


Ser 


Asn 


(jly 


Thr 


He 


Val 


Gin 


Pro 


Gin 


Val 


Glu 


Pro 


Ser 


Gly 


Glu 




O Q "3 
Z O DO 


945 










950 










955 










960 




O O C 

Z O DO 


Leu 


Ser 


Thr 


Thr 


Thr 


Ser 


Ser 


Ala 


Ala 


Pro 


Thr 


Met 


Trp 


Leu 


Gly Ala 




O Q C C 
ZO DD 










965 










970 










975 






28 68 


Gin 


Asn 


Gly 


Trp 


Leu 


Tyr 


Val 


His 


Ser 


Ala 


Val 


Ala 


Asn 


Trp 


Lys 


Lys 




O Q C Q 

ZO by 








980 










985 










990 








O O "7 T 

ZO 71 


Cys 


Leu 


His 


Ser 


He 


Lys 


Leu 


Lys 


Asp 


Ser 


Val 


Leu 


Ser 


Leu 


Val 


His 




O Q "7 O 

ZO /z 






995 








1000 








1005 










o o 1 yi 
ZO /4 


Val 


Lys 


Gly 


Arg 


Val 


Leu 


Val 


Ala 


Leu 


Ala 


Asp 


Gly 


Thr 


Leu 


Ala 


He 




o Q T c: 
ZO /o 


1010 








1015 








- 1020 












O O T T 

ZO / / 


Phe 


His 


Arg 


Gly 


Glu 


Asp 


Gly 


Gin 


Trp 


Asp 


Leu 


Ser 


Asn 


Tyr 


His 


Leu 


E — > 


O O *7 O 1 

2878 


|025 








1030 








1035 








1040 




O O O A 

2880 


Met 


Asp 


Leu 


Gly 


His 


Pro 


His 


His 


Ser 


He 


Arg 


Cys 


Met 


Ala 


Val 


Val 




O O O 1 

zool 








1045 








1050 








1055 






o o o 

zo83 


Asn 


Asp 


Arg 


Val 


Trp 


Cys 


Gly 


Tyr 


Lys 


Asn 


Lys 


Val 


His 


Val 


He 


Gin 




O Q Q yl 
zoo4 








1060 






1065 








1070 








O Q Q 

zooo 


Pro 


Lys 


Thr 


Met 


Gin 


He 


Glu 


Lys 


Ser 


Phe 


Asp 


Ala 


His 


Pro 


Arg 


Arg 




O Q Q T 

Zoo / 




1075 








1080 








1085 










O Q Q Q 

z o o y 


Glu 


Ser 


Gin 


Val 


Arg 


Gin 


Leu 


Ala 


Trp 


He 


Gly Asp 


Gly Val 


Trp 


Val 




9ft QO 
z o -? u 


1090 








1095 








1100 












z o yz 


Ser 


He 


Arg 


Leu 


Asp 


Ser 


Thr 


Leu 


Arg 


Leu 


Tyr 


His 


Ala 


His 


Thr 


His 


J!j ^ 




\105 








1110 








1115 








1120 




9 CJ Q 

z o y D 


Gin 


His 


Leu 


Gin 


Asp 


Val 


Asp 


He 


Glu 


Pro 


Tyr 


Val 


Ser 


Lys 


Met 


Leu 




9 ft Q 
z 0 y D 








1125 








1130 








1135 






O Q QQ 

z o y o 


Gly Thr 


Gly 


Lys 


Leu 


Gly 


Phe 


Ser 


Phe 


Val 


Arg 


He 


Thr 


Ala 


Leu 


Leu 




2899 








1140 






1145 








1150 








2901 


He 


Ala 


Gly 


Asn 


Arg 


Leu 


Trp 


Val 


Gly 


Thr 


Gly Asn 


Gly Val 


Val 


He 




2902 




1155 








1160 








1165 










2904 


Ser 


He 


Pro 


Leu 


Thr 


Glu 


Thr 


Val 


Val 


Leu 


His 


Arg 


Gly 


Gin 


Leu 


Leu 




2905 


1170 








1175 








1180 












2907 


Gly 


Leu 


Arg 


Ala 


Asn 


Lys 


Thr 


Ser 


Pro 


Thr 


Ser 


Gly 


Glu 


Gly 


Thr 


Arg 


E — > 


2908' 


il85 








1190 








1195 








1200 




2910 


\Pro 


Gly 


Gly 


He 


He 


His 


Val 


Tyr 


Gly Asp Asp 


Ser 


Ser 


Asp 


Lys 


Ala 




2911 








• 1205 








1210 








1215 






2913 


Ala 


Ser 


Ser 


Phe 


He 


Pro 


Tyr 


Cys 


Ser 


Met 


Ala 


Gin 


Ala 


Gin 


Leu 


Cys 




2914 








1220 






1225 








1230 








2916 


Phe 


His 


Gly 


His 


Arg 


Asp 


Ala 


Val 


Lys 


Phe 


Phe 


Val 


Ser 


Val 


Pro 


Gly 
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9 Q1 7 
Z 1 / 




1235 








1240 








1245 








Z y 1 


Asn 


Val 


Leu 


Ala 


Thr 


Leu 


Asn 


Gly 


Ser 


Val 


Leu 


Asp 


Ser 


Pro 


Ser 


Glu 


9 Q 0 n 

z y z u 


1250 








1255 








1260 










*9 Q 9 9 

z y z z 


Gly 


Pro 


Gly 


Pro 


Ala 


Ala 


Pro 


Ala 


Ala 


Asp 


Ala 


Glu 


Gly 


Gin 


Lys 


Leu 




[265 








1270 








1275 








1280 


9 Q 9 c: 


Lys 


Asn 


Ala 


Leu 


Val 


Leu 


Ser 


Gly 


Gly 


Glu 


bly 


Tyr 


He 


Asp 


Phe 


Arg 


9 Q9 
z y Z O 








1285 








1290 








1295 




9 Q 9 Q 

z yz o 


He 


Gly Asp 


Gly 


Glu 


Asp 


Asp 


Glu 


Thr 


Glu 


Glu 


Cys 


Ala 


Gly 


Asp 


Val 


O O 9 fl 

zyz y 








1300 






1305 








1310 






9 0*5 1 

z yj 1 


Asn 


Gin 


Thr 


Lys 


Pro 


Ser 


Leu 


Ser 


Lys 


Ala 


Glu 


Arg 


Ser 


His 


He 


He 


o n o o 
z yoz 




1315 








1320 








1325 








9 Q 9 /I 

z yo4 


Val 


Trp 


Gin 


Val 


Ser 


Tyr 


Thr 


Pro 


Glu 
















2935 


1330 








1335 




















o ri o o 

293,8 


<210> SEQ ID NO 


: 12 
























2939 


<211> LENGTH: 1336 
























294 0 


<212> TYPE: 


PRT 


























294 1 


<213> ORGANISM: 


Mouse 






















294 3 


<400> SEQUENCE: 


12 
























294 4 


Met 


Met 


Glu 


He 


Gin 


Met 


Asp 


Glu 


Gly 


Gly 


Gly 


Val 


Val 


Val 


Tyr 


Gin 


294 5 


1 








r- 
O 










10 










15 




2947 


Asp 


Asp 


Tyr 


Cys 


C V 


Gly 


Ser 


Val 


Met 


Ser 


Glu 


Arg 


Val 


Ser 


Gly 


Leu 


294 D 








20 










25 










30 






2950 


Ala 


Gly 


Ser 


He 


Tyr 


Arg 


Glu 


Phe 


Glu 


Arg 


Leu 


He 


His 


Cys 


Tyr 


Asp 








35 










4 0 










4 5 








2953 


Glu 


Glu 


Val 


Val 


Lys 


Glu 


Leu 


Met: 


Pro 


Leu 


Val 


val 


Asn 


Val 


Leu 


Glu 


9 Q c; / 

zyo4 




50 










55 










oU 










zyb D 


Asn 


Leu 


Asp 


Ser 


Val 


Leu 


Ser 


o± u 


Asn 


bin 


Glu 


fix o 


oX u 


Val 


blU 


Leu 


one'? 
z95 / 


65 










70 










/ O 










o o 
oU 


o o c n 

zyo 9 


Glu 


Leu 


Leu 


Arg 


Glu 


Asp 


Asn 


Glu 




Leu 


Leu 


Thr 


Gin 


i yr 


blu 


Arg 


9 Q f^n 
z y du 










85 










yu 










y -D 




z y dz 


Glu 


Lys 


Ala 


Leu 


Arg 


Lys 


Gin 


Ala 


Glu 




Lys 


Phe 


He 


Glu 


IT 1 1 1; 


blU 


z y DO 








100 










105 










110 






zy DO 


Asp 


Ala 


Leu 


Glu 


Gin 


Glu 


Lys 


Lys 


Glu 


Leu 




He 


Gin 


Val 


Glu 


ri X o 


z y D D 






115 










120 










125 








9 Q Q 

z y DO 


Tyr 


Glu 


Phe 


Gin 


Thr 


Arg 


Gin 


Leu 


Glu 


Leu 


Lys 


Ala 


Lys 


Asn 


Tyr 


Ala 


9 Qf^Q 

z y D y 




130 










135 










140 










9 07 1 

z y / 1 


Asp 


Gin 


He 


Ser 


Arg 


Leu 


Glu 


Glu 


Arg 


Glu 


Ser 


Glu 


Met 


Lys 


Lys 


Glu 


2972 


145 










150 










155 










160 


2974 


Tyr 


Asn 


Ala 


Leu 


■ His 


Gin 


Arg 


His 


Thr 


Glu 


Met 


He 


Gin 


Thr 


Tyr 


Val 


2975 










165 










170 










175 




2977 


Glu 


His 


He 


Glu 


Arg 


Ser 


Lys 


Met 


Gin 


Gin 


Val 


Gly 


Gly 


Ser 


Gly 


Gin 


2978 








180 










185 










190 






2980 


Thr 


Glu 


Ser 


Ser 


Leu 


Pro 


Gly 


Arg 


Arg 


Lys 


Glu 


Arg 


Pro 


Thr 


Ser 


Leu 


2981 






195 










200 










205 








2983 


Asn 


Val 


Phe 


Pro 


Leu 


Ala 


Asp 


Gly 


Met 


Val 


Arg 


Ala 


Gin 


Met 


Gly 


Gly 


2984 




210 










215 










220 










2986 


Lys 


Leu 


Val 


Pro 


Ala 


Gly Asp 


His 


Trp 


His 


Leu 


Ser 


Asp 


Leu 


Gly 


Gin 


2987 


225 










230 










235 










240 


2989 


Leu 


Gin 


Ser 


Ser 


Ser 


Ser 


Tyr 


Gin 


Cys 


Pro 


Asn 


Asp 


Glu 


Met 


Ser 


Glu 
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•17 "S. 


3137 |025 


1030 








1035 








1040 




3139 


Asp Leu Gly 


His Pro 


His 


His 


Ser 


He 


Arg 


Cys 


Met 


Ala 


Val 


Val 


Asn 




3140 




1045 








1050 










1055 






3142 


Asp Arg Val 


Trp Cys 


Gly 


Tyr 


Lys 


Asn 


Lys 


Val 


His 


Val 


He 


Gin 


Pro 




3143 




1060 






1065 








1070 








3145 


Lys Thr Met 


Gin He 


Glu 


Lys 


Ser 


rne 


Asp 


Ala 


His 


Pro 


Arg 


Arg 


Glu 




3146 


1075 








1080 








1085 










3148 


Ser Gin Val 


Arg Gin 


Leu 


Ala 


Trp 


He 


Gly Asp Gly Val 


Trp 


Val 


Ser 




3149 


1090 




1095 








1100 












3151 


lie Arg Leu 


Asp Ser 


Thr 


Leu Arg 


Leu 


Tyr 


His 


Ala 


His 


Thr 


His 


Gin 


E — > 


3152 |105 


1110 








1115 








1120 




3154 


His Leu Gin 


Asp Val 


Asp 


He 


Glu 


Pro 


Tyr 


Val 


Ser 


Lys 


Met 


Leu 


Gly 




3155 




1125 










1130 










1135 






3157 


Thr Gly Lys 


Leu Gly 


Phe 


Ser 


Phe 


Val 


Arg 


He 


Thr 


Ala 


Leu 


Leu 


He 




3158 




1140 








1145 








1150 








3160 


Ala Gly Asn 


Arg Leu 


Trp 


Val 


Gly 


Thr 


Gly Asn 


Gly Val 


Val 


He 


Ser 




3161 


1155 








1160 










1165 










3163 


lie Pro Leu 


Thr Glu 


Thr 


Val 


Val 


Leu 


His 


Arg 


Gly 


Gin 


Leu 


Leu 


Gly 




3164 


1170 




1175 








1180 












3166 


Leu Arg Ala 


Asn Lys 


Thr 


Ser 


Pro 


Thr 


Ser 


Gly Glu 


Gly 


Thr 


Arg 


Pro 


E — > 


3167 1185 


1190 








1195 








1200 




3169 


Gly Gly He 


He His 


Val 


Tyr 


Gly 


Asp 


Asp 


Ser 


Ser 


Asp 


Lys 


Ala 


Ala 




3170 




1205 










1210 










1215 






3172 


Ser Ser Phe 


He Pro 


Tyr 


Cys 


Ser 


Met 


Ala 


Gin 


Ala 


Gin 


Leu 


Cys 


Phe 




3173 




1220 








1225 








1230 








3175 


His Gly His 


Arg Asp 


Ala 


Val 


Lys 


Phe 


Phe 


Val 


Ser 


Val 


Pro 


Gly Asn 




3176 


1235 








1240 








1245 










3178 


Val Leu Ala 


Thr Leu 


Asn 


Gly 


Ser 


Val 


Leu 


Asp 


Ser 


Pro 


Ser 


Glu 


Gly 




3179 


1250 




1255 








1260 












3181 


Pro Gly Pro 


Ala Ala 


Pro 


Ala 


Ala 


Asp 


Ala 


Glu 


Gly 


Gin 


Lys 


Leu 


Lys 


E — > 


3182 1265 


1270 








1275 








1280 




3184 


Asn Ala Leu 


Val Leu 


Ser 


Gly Gly 


Glu 


Gly 


Tyr 


He 


Asp 


Phe 


Arg 


He 




3185 




1285 








1290 










1295 






3187 


Gly Asp Gly 


Glu Asp 


Asp 


Glu 


Thr 


Glu 


Glu 


Cys 


Ala 


Gly Asp 


Val 


Asn 




3188 




1300 






1305 








1310 








3190 


Gin Thr Lys 


Pro Ser 


Leu 


Ser 


Lys 


Ala 


Glu 


Arg 


Ser 


His 


He 


He 


Val 




3191 


1315 








1320 








1325 










3193 


Trp Gin Val 


Ser Tyr 


Thr 


Pro 


Glu 




















3194 


1330 




1335 






















3285 


<210> SEQ ID NO: 14 


























3286 


<211> LENGTH: 1508 


























3287 


<212> TYPE: 


PRT 


























3288 


<213> ORGANISM: Mouse 
























3290 


<400> SEQUENCE: 14 


























3291 


Met Met Ala 


Gly Glu 


Gly 


Ser 


Thr 


He 


Thr 


Ser 


Arg 


He 


Lys 


Asn 


Leu 




3292 


1 


5 










10 










15 






3294 


Leu Arg Ser 


Pro Ser 


He 


Lys 


Leu 


Arg 


Arg 


Ser 


Lys 


Ala 


Gly 


Asn 


Arg 




3295 




20 








25 










30 








3297 


Arg Glu Asp 


Leu Ser 


Ser 


Lys 


Val 


Thr 


Leu 


Glu 


Lys 


Val 


Leu 


Gly 


Val 
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3445 



820 



825 



830 



34 47 Met Ser Arg Ala Gin Glu Thr Met Glu Tyr Leu Asp Pro Ala Pro Val 

3448 835 840 845 

34 50 Ala Asn Thr Gly Pro Lys Arg Arg Gly Arg Trp Ala Gin Pro Gly Val 

3451 850 855 860 

3453 Glu Leu Ser Val Arg Ser Met Leu Asp Leu Arg Gin lie Glu Thr Leu 

3454 865 870 875 880 

3456 Ala Pro Ser Pro Arg Gly Pro Ser Gin Asp Ser Leu Ala Val Ser Pro 

3457 885 890 895 

3459 Ala Gly Pro Gly Lys His Gly Pro Gin Ala Pro Glu Leu Ser Cys Val 

3460 900 905 910 

34 62 Ser Gin Asn Glu Arg Ala Pro Arg Leu Gin Thr Ser Gin Pro Cys Ser 

3463 915 920 925 

34 65 Cys Pro Asp He He Gin Leu Leu Ser Gin Glu Glu Gly Val Phe Ala 

3466 930 935 940 

34 68 Gin Asp Leu Glu Pro Ala Pro He Glu Asp Gly He Val Tyr Pro Glu 

3469 945 950 955 960 

3471 Pro Ser Asp Ser Pro Thr Met Asp Thr Ser Ala Phe Gin Val Gin Ala 

3472 965 970 975 

3474 Pro Thr Gly Gly Ser Leu Gly Arg Met Tyr Pro Gly Ser Arg Gly Ser 

3475 980 985 990 

3477 Glu Lys His Ser Pro Asp Ser Ala Cys Ser Val Asp Tyr Ser Ser Ser 

3478 995 1000 1005 

3480 Arg Leu Ser Ser Pro Glu His Pro Asn Glu Asp Ser Glu Ser Thr Glu 

3481 1010 1015 1020 

3483 Pro Leu Ser Val Asp Gly He Ser Ser Asp Leu Glu Glu Pro Ala Glu 

3484 |025 1030 1035 1040 

3486 Gly Asp Glu Asp Glu Glu Glu Glu Gly Gly Thr Gly Leu Cys Gly Leu 

3487 1045 1050 1055 

34 89 Gin Glu Gly Gly Pro Arg Thr Pro Asp Gin Glu Gin Phe Leu Lys Gin 

3490 1060 1065 1070 

34 92 Leu Phe Glu Thr Leu Ala Asn Gly Thr Ala Pro Gly Gly Pro Ala Arg 

3493 1075 1080 1085 

34 95 Val Leu Glu Arg Thr Glu Ser Arg Ser He Ser Ser Arg Phe Leu Leu 

3496 1090 1095 1100 

34 98 Gin Val Gin Thr Leu Pro Leu Arg Glu Pro Ser Leu Ser Ser Ser Gly 

3499(105 1110 1115 1120 

3501 Leu Ala Leu Thr Ser Arg Pro Asp Gin Val Ser Gin Val Ser Gly Glu 

3502 1125 1130 1135 

3504 Gin Leu Lys Gly Ser Gly Ala Thr Pro Pro Gly Ala Pro Pro Glu Met 

3505 1140 1145 1150 

3507 Glu Pro Ser Ser Gly Asn Ser Gly Pro Lys Gin Val Ala Pro Val Leu 

3508 1155 1160 1165 

3510 Leu Thr Arg Arg Arg Asn Asn Leu Asp Asn Ser Trp Ala Ser Lys Lys 

3511 1170 1175 1180 

3513 Met Ala Ala Thr Arg Pro Leu Ala Gly Leu Gin Lys Ala Gin Ser Val 

3514^85 1190 1195 1200 

3516 His Ser Leu Val Pro Gin Asp Glu Val Pro Ser Ser Arg Pro Leu Leu 

3517 1205 1210 1215 
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3519 Phe Arg Glu Ala Glu Thr Gin Gly Ser Leu Gly Ser Leu Pro Gin Ala 

3520 1220 1225 1230 

3522 Gly Gly Cys Ser Ser Gin Pro His Ser Tyr Gin Asn His Thr Thr Ser 

3523 1235 1240 1245 

3525 Ser Met Ala Lys Leu Ala Arg Ser lie Ser Val Gly Glu Asn Pro Gly 

3526 1250 1255 1260 

3528 Leu Ala Thr Glu Pro Gin Ala Pro Ala Pro lie Arg lie Ser Pro Phe 
E— > 3529)265 1270 1275 1280 

3531 Asn Lys Leu Ala Leu Pro Ser Arg Ala His Leu Val Leu Asp lie Pro 

3532 1285 1290 1295 

3534 Lys Pro Leu Pro Asp Arg Pro Thr Leu Thr Thr Phe Ser Pro Val Ser 

3535 1300 1305 1310 

3537 Lys Gly Leu Thr His Asn Glu Thr Glu Gin Ser Gly Pro Leu Arg Glu 

3538 1315 1320 1325 

3540 Pro Arg Lys Ala His Thr Thr Val Glu Lys His Ser Cys Leu Gly Glu 

3541 1330 1335 1340 

3543 Gly Thr Thr His Lys Ser Arg Thr Glu Cys Gin Ala Tyr Pro Gly Pro* 
E— > 35441345 1350 1355 1360 

354 6 Asn His Pro Cys Arg Gin Gin Leu Pro Val Asn Asn Leu Leu Gin Ala 
3547 1365 1370 1375 

354 9 Glu Ser Leu Gin Pro Leu Ser Pro Glu Lys Thr Arg Asn Pro Val Glu 
3550 1380 1385 1390 

3552 Ser Ser Arg Pro Gly Val Ala Leu Ser Gin Asp Ser Glu Leu Ala Leu 

3553 1395 1400 1405 

3555 Ser Leu Gin Gin Cys Glu Gin Leu Val Ala Glu Leu Gin Gly Asn Val 

3556 1410 1415 1420 

3558 Arg Gin Ala Val Glu Leu Tyr Arg Ala Val Thr Ser Cys Lys Thr Pro 
E— > 3559 \425 1430 1435 1440 

3561 Ser Ala Glu Gin Ser His lie Thr Arg Leu Leu Arg Asp Thr Phe Ser 

3562 1445 1450 1455 

3564 Pro Val Arg Gin Glu Leu Glu Val Leu Ala Gly Ala Val Leu Ser Ser 

3565 1460 1465 1470 

3567 Pro Gly Gly Ser Pro Gly Ala Val Ala Ala Glu Gin Thr Gin Ala Leu 

3568 1475 1480 1485 

3570 Leu Glu Gin Tyr Ser Glu Leu Leu Leu Arg Ala Val Glu Arg Arg Met 

3571 1490 1495 1500 
3573 Glu Arg Arg Leu 

E— > 3574 1505 

3730 <210> SEQ ID NO: 17 

3731 <211> LENGTH: 27 

3732 <212> TYPE: DNA 

3733 <213> ORGANISM: Artificial Sequence 

3735 <220> FEATURE: 

3736 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic DNA 
3738 <400> SEQUENCE: 17 

E — > 3739 tagatatcgc cttggaacaa gagaaga x^"^ ^ 

3740 (5l) -"^""'^ 

'3743 <210> SEQ ID NO: 18 
3744 <211> LENGTH: 31 
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3745 <212> TYPE: DNA 

3746 <213> ORGANISM: Artificial Sequence 
3748 <220> FEATURE: 

374 9 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic DNA 

3751 <400> SEQUENCE: 18 

3752 at£t^a±±ctc agttgttctt tgtgacactg a 31 
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L:712 M:254 E: No. of Bases conflict, LENGTH : Input : 4 04 3 Counted: 404 8 SEQ:2 
M:254 Repeated in SeqNo=2 

L:2165 M:254 E: No. of Bases conflict, LENGTH : Input : 14 69 Counted:1472 SEQ:8 
L:2167 M:252 E: No. of Seq. differs, <211> LENGTH : Input : 14 69 Found:1472 SEQ:8 
L:2369 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 9 
M:332 Repeated in SeqNo=9 

L:2622 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 10 
M:332 Repeated in SeqNo=10 

L:2878 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 11 
M:332 Repeated in SeqNo-11 

L:3137 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 12 
M:332 Repeated in SeqNo-12 

L:3484 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 14 
M:332 Repeated in SeqNo=14 

L:3739 M:254 E: No. of Bases conflict, LENGTH : Input : 0 Counted:27 SEQ:17 
L:3753 M:254 E: No. of Bases conflict, LENGTH : Input : 142 Counted: 32 SEQ: 18 
L:3753 M:320 E: (1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 2 
L:3753 M:252 E: No. of Seq. differs, <211> LENGTH : Input : 31 Found:32 SEQ: 18 
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